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Update of Emerging Infections:
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Behmd the numbers lies a struggle between life and systems,
and & coex1stence of scientific rationality and humanistic care.
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A crisis never truly disappears; it merely questions the meaning of existence in a
new form.

* And each of our follow-ups, every report, writes a footnote to this inquiry that
belongs to our era.
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A The majority of countries currenttyave lowlevel influenza activity.
A Last week (20280w), data showed that only a few tropical countries had moderate to high
levels of influenza activityThe H3 is the main prevalent subtype.
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Influenza-like illness cases reported by sentinel hospitals in China from 2022 to 2026
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— The AlVs in the environment of China LPMs | —

A Atotal of 64,599 samples were collected from China live poultry market(LPM) and tested for influenza A virus, and ndicleic ac
tests were also carried out for the three subt{fgésH7, and H9) The nucleic acid positive rate(NAPR) of the A type in the
environment of LPMs nationwide was 36.15%, of whichNiAd°R of the H9 subtype was the highest (29.74%the H5 subtype

was 6.18%, and the H7 subtype was 0.30%.
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[1]Bo, H., et al., Characterization of the avian influenza viruses distribution in the environment of live poultry maheajr20192023. Infect Dis Poverty, 2025. 14(1): p. 36. , ,” t
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Continued monitoring is essential.

Since midFebruary 2025, global SARSCoV-2 activity :
has been increasing(Figure 1).

A Data from sentinel sites
A The test positivity rate reaching 11% levels that have not been

observed since July 2024.
A This rise is primarily observed in countries in the Eastern Mediterrane

SouthEast Asia, and Western Pacific regions.

Figure 1. SARS-CoV-2 tested specimens and percent positive reported from sentinel sites to
eGISRS from countries, areas and territories from January 2023 to May 2025*

*Most recent week’s data may be incomplete. Source: Global Influenza Programme

40

Since early 2025, global SARE0V-2 variant trends have
slightly shifted (Figure 2).
A Circulation of LP.8.1 has been declining, aadorting of NB.1.8.1, a

Proportion
N w
o o

Variant Under Monitoring (VUM), is increasing, reaching 10.7% of o
global sequences reported as of +idy. ) : —— ‘
A Recent increases in SARV-2 activity are broadly consistent with ﬁz‘“**@ﬁ“ﬁﬁfﬁ“ﬁ‘*ﬁﬁﬁmﬁ%““ﬁf
levels observed during the same period last year. verr e week T YT
A However, there still lacks a clear seasonality in SARS-2 circulation, Figure 2. SARS-Cov-2 Variants of Interest and Variants Under Monitoring proportions from
and surveillance is limited. e
Source: GISAID and CoV-SPECTRUM

https://www.who.int/emergencies/diseamgtbreaknews/item/2029ON572



FPRACRB LA TA

INSTITUTE OF MICROBIOLOGY
CHINESE ACADEMY OF SCIENCES

»2.1COVID -19: Global Situation PEERTBEETD

CHINESE CENTER FOR DISEASE CONTROL AND PREVENTION

{ > BB
U Monitoring of SARS-CoV-2 variants is still ongoing.
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Number of COVID-19 cases reported to WHO

Number of COVID-19 cases reported to WHO (cumulative total)
World
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Acute Respiratory Infectious Diseases
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Figure 1 Figure 2

A Weekly trends in positive rates of nucleic acid testing for pathogensin A Weekly trends in positive rates of nucleic acid testing of respiratory

respiratory samples frooutpatient emergency influenzalike casesat samples for pathogenshspitalized cases of severe acute
sentinel hospitals, as of 40th week , Clirtaxcluding Hong Kong, respiratory infections in sentinel hospitals, as of 40th week , China
Macao and Taiwad " Excluding Hong Kong, Macao and Taiw&an .

https://www.chinacdc.cn/jksj/jksj04_14275/202510/t20251009 312852.html (¥ %
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The global overall According to the determination

: : : made by the DirecteGeneral of
38,600 confirmed PUBIEUERLILL WHO the multicountry outbreak

mpox cases, including was asdsessedl to kl)e at of mpoxno longer constitutes a
162 fatalities, have been a moderate leve. Public Health Emergency of

reported globally from International Concern.
92 countries 12025

U5

02

{ BN World Health

— Confirmed cases of mpox, August 2025 vg%b,v Organization
Country WHO region in the pas S
a DRC Africa a
2  Uganda Africa 284 s0 20 Spain  Europe 1
3 Burundi Africa 163 1 2 German  Europe o
A Sierra Africa 226 56 22 France  Europe 0 o ’
eon
4 e
s Nigeria Africa 71 a 23 Netherlands  Europe o >
& Rwanda Africa £l o 24  Belgiu m  Europe o
7 vory Co: Africa 7 1 25  Ireland = Europe a o Confirmed cases
8 CAR Africa iz 3 26 Norway Europe o o
1-9
o Keny. Africa 150 7 27 Austria  Europe o o
10-99
10 iberi Africa 252 o 28 Cze op o B 100999
11 Zambia Africa a6 3 29 Sweden = Europe o ‘ a B 1.000+
32> Australia Western 15 o 30 Greece  Europe o r
Pacific
13 Japan MYastay 2 o 31  Denmark  Europe o B Not applicable
Pacific
No data
14 Chin. V::Zi;:" 84 o 32  Israel  Europe o
15  Ssingapore W:s e|:n 3 o 33  Portugal  Europe o
16 Vietnam WZS elz"' o 1 34 Qatar  Europe o
17 usa America 165 o 35 Thailand Southeast Asia 3
18 Mexico America 70 a 36 Pakistan ., _FEastern o
Mediterranean

Source:WHO Global dengue surveillance dashboard (& % .
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A During the period from January 1 to September2D25 25 countries . iR PR
g p y p

in Africa have cumulatively reportétf,200 confirmedmpox cases,
including 158 fatalities resulting ina case fatality rate of 0.5%.

A Overall, the epidemic trend of confirmed mpox cases in the African
regioncontinues to decline.
A Approximately 500 per week.

A High: Democratic Republic of the Congo, Guinea, Liberia, and Ghanp ~ “i™**
A Low: Sierra Leone, Burundi, and Uganda

A Genomic sequencing analysis indicates that the predominant
circulating strain is the Mpox virus clade llb.

A
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10-49
50-199

B 20

[ Not appicable
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Source:WHO Global dengue surveillance dashboard
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In 2025, the genomic diversity of the Mpox virus strains in China has drawn significant attention

This yearan MPXV strain was isolated This marks the first documented importation of a
from a returning traveler from the clade la strain into China.
DRC to China.

Phylogenetic analysis revealed that Evolutionary analysis based on partial la sequences

the virus sequence was closely from the GISAID database revealed that all genomes

related to MPVX clade la sequences. were- divided into flve clusters-{), with the genome
A of this casaelonging to Cluster IV. ‘

C
hMpxV/DRC/INRB-0510V/2022|EPI_ISL_195022152022-10-01
11 [l hMpxV/DRC/INRB-0509C/2022|EPI_ISL._19502218[2022-10-01
hMpxV/DRC/ANRB-0507V/2022|EPI_ISL_19502222/2022-10-01
., | NMPXV/DRC/INRB-0506C/2022|EPI_ISL._19502224/2022-10-01
hMpxV/DRCANRB-0611V/2024{EPI_ISL_195021792024-02-22
hMpXV/DRC/INRB-1470V/2023(EP_ISL_19502073/2023-10-04
hMpxV/DRC/INRB-0506V/2022|EPI_ISL_19502223/2022-10-01
1w hMpxV/DRCANRB-1511C/2023|EPI_ISL_19502066|2023-10-06
hMpxV/DRC/INRB-15125/2023|EPI_ISL._19502065{2023-10-06
hMpxV/DRC/INRB-0129C/2022|EP|_ISL_19502422(2022-05-31
hMpXV/DRC/NRB-1143V/2023|EP1_ISL_19502105/2023-08-18
hMpxViireland/un-NVRL-12199/2025|EP|_ISL_19742488(2025-02-05
hMpxV/China/SDCDC-01/2025|2025-03-31
. - hMpxVICongo/LNSP-02/2024|EPI_ISL_19345014|2024-03-04
hMpXVICongo/LNSP-05/2024|EP1_ISL_19345017]2024-03-04
N hMpxV/DRC/INRB-0314V/2022|EPI_ISL_19502357|2022-08-11
% hMpxV/DRC/INRB-0723V/2023(EP1_ISL_19502164{2023-06-17
Gmmmum1 C/12023{EPI_ISL_19502349|2023-03-29
200 f \_ hMpxV/DRC/INRB-0008V/2023|EP|_ISL_19093807|2023-12-16

Clade Ln

{ NC_063383.1
n Chlade [T
q. ‘lade la

Cluster v

Clade Ib

Cluster Il Cluster Il Cluster IV

3.0E-4 C

i

Cluster 1

2.0E-5

[5]Yin C, Li Y, Duan Q, et al. Genomic and phenotypic insights into the first imported monkeypox virus clade la isoléte,ia@25.
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A Globally as of December 2024, current or previous

: autochthonous transmission of CHIKV had been reported
SN Ve 4 from 119 countries and territories across six WHO
Suspected cases , & g regions

B cConfirmed cases uj g > ® NewCaledoris

(o SIS § .9,,

O 316291 h. - . . . . .

Figure 1. Geographical distribution of CHIKV diseasecasess reported to
- WHO or Publicly shared by Ministries of Health from January to

& ou September 2025.

m“
A Per available data from January to Lases
African region 2197 Country SITREPs/epi bulletins
September 292&’63 592 su_spectednd Eastern Mediterranean Region 1596 67 Country SITREPs/epi bulletins
181 679 confirmedCHIKV disease European Region . 56 456 40 ECDC, ARS Reunion? and ARS Mayotte?
cases and55 CHIKV diseaserelated Region of the Americas 228 591 100 329 115 PLISA*, Epidemiological Alert: Chikungunya and
deathshave been reported g|0ba||y Oropouche in the Americas Region, 28 August 2025°,
IHR NFP Cuba and Bolivia.
Table 1: Number of suspected and confirmed | South- East Asia region 31208 3420 0 Bangladesh®, India’, Sri Lanka® Thailand®
CHIKYV disease cases and deaths by regiCD_'uj\ Western Pacific Region - 21 299 0 IHR reports and the official government website:
China'?, Philippines*!, Singapore'?
2025, as of September 2025. >T0ta| e e T

Source:World Health Organization (3 October 2025). Disease Outbreak News; Chikungunya virus @isbassituation. % :
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In Chma, chikungunya fevgr previously posed a | oim LR ‘\"‘/iz _ X
D1 relatively modest burden,with only a few outbreaks | e o pr ol r by P
linked to imported cases between 2010 and 2019 in L s e €
.. . u o . July 16 -19 July 20 - 26

Guangdong, Zhejiang, and Yunnan provinces. | e ’ ’
|
1 :

On July 8, 2025, the first locally acquired cases were : ' '
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confirmed in Foshan, Guangdong province, triggering the Sy gy Kol e A=
U2 count r y-éver CHIKV ogitbreakAs of October 4th,
there have been a total of 19,635 confirmed cas@som
September 28 to October 4, 3,181 new cases were reported). e | \ el e
: First confirmed cluster l | Level 2 (Practice
of chikungunya fever WHO warning Enhanced Precautions)
: lielsilaielial CHkV outreak | Guangdong by U GDC
Additionally, during 121 SeptembeiGuangxi Zhuang || Earest sympiom , 4
i - onset of chikungunya First cf)nﬁrmed First cqnﬁrmed
Autonomous Region reported 297 local and associated 1| Guangdong,cnia o Kong ] T
03 cases; Fujian Province reported 124 local and associated ! l
=4 . ;
cases;and some other provinces (such as Hunan, Sichuan, 1
. . |
and Hainarprovinces) also reported a few localses. I P S nE il PP
: Enforcement of outbreak control measures
I\ Decline in new CHIKV cases in Foshan
~ 7’

— o o mmn m M mm e mmm M e Mmm M M e Rmm Mmm M e Rmm mmm M e Rmm M M R, S e e

[2]Tee KK, Mu D, Xia X. Explosive Chikungunya Virus Outbreak in China. Int J Infect Dis. Published online September 26, 2025.
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RSV activity per country for the week 38-2025 - RsVm—m SL::::vleek
s M e B & o
g o A RSV exhibits seasonal patterns,

BERAE)

typically reaching peak positivity rates

e during thefinal weeks of each year
Loy S i and the first few weeks of the

sl UL & R _
2> following year.

RS
HERI SR

EDBE¥

" Microsoft Bing! K\{ \
o2 ,Mm\;@ - GS(2024)0999%, © 2025 Navinfo, © 2025 TomTom, © 2025 Terms d.
[ Microsoft Corporation, & OpenSireetiap »
Select Country Date

RSV weekly detections and positivity rate in The Netherlands from 2-2022 to 39-2025

V3 2022/1/2 2025/9/2:
@ Total RSV Positive ®% RSV Positive The Netherlands
600 6C
Q
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=
v 400 4C
o]
[a
=
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o
T 200 2C
°
0 IlIIIII"l II II I |IIII-|II“I“II| IIIIIIlIll -------------- -.lllllll [ e = S gt IIII IIIIII--- AV e o I
2022F78 2023%1H8 2023F78 2024518 2024F78 2025%1A8 2025%78 o
* Weeks defined as ending on Sundays. Include data for the corresponding week number as per country definition / / ",,, 7

https://resvinet.org/rstools/rsvdashboard/ ¥



CHINESE ACADEMY OF SCIENCES Guangzhou Laboratory

Continued monitoring is essential.

The distribution of RSV epidemic months varies

»5.20ther respiratory virus - RSV : China (g szsmwesss (@) raniancnsse ( i

A November to March, 15 out of 21 provinces (71%) experienced s
RSV outbreakswith 14 provinces (67%) seeing their RSV seasor,,, ’ ’
begin in October or November.

which has two epidemic seasons: Xiamen experiences two seas
while Fuzhou has one.

Interannual and provincial variations:

A In provinces with distinct seasonal patterns, the interannual
variation in the onset month of the RSV season was smaller, with
an average absolute difference of 0.6 months (95% CO@1

October

was greater, with an average absolute difference reaching 1.4
months (0.82.0).

Hong Kong tr
[ Non-epidemic [ Primary onset Il Epidemic

[3]Guo L, Deng S, Sun S, Wang X, Li Y. Respiratory syncytial virus seasonality, transmission zones, and implicatiorenfbps®antion strategy in China: a systematic analysis. Lancet Glob Health. 2024;12(6)34@Q65



P ) 5,0
FEEFTHEFHTO RN P [SEIRE
A CHINESE CENTER FOR DISEASE CONTROL AND PREVENTION “\' 5 7, CHINESE ACADEMY OF SCIENCES "‘ BBBBBBBBBBBBBBBBBBB

Update of emerging infections

CONTENT

8 Actions and Researches

Perspectives




J/ CHINESE ACADEMY OF SCIENCES Guangzhou Laboratory

CHINESE CENTER FOR DISEASE CONTROL AND PREVENTION

» Flu @ PE AT

D) p@HERR LG T A
J) insTITUTE OF MicROBIOLOGY @ rFsEe=

In November 2021 we isolatedthree H5N1
HPAIVs from two deadwild birds in China

A One strain from a black swan in eastern
China

A Two strains from a whooper swan in
northern China

Pathology: these H5N1 aheghly pathogenic
to wild birds

/

(EID, 2023)
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Spread patterns of the novel HSN1 HPAIVs

Two H5N1reassortantsspread to Chinaby bird migrationthrough various routes

H5N1 virusesxperienced complicated reassortment during longlistance spreadvia bird migration.

(EID, 2023)
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PUBLIC HEALTH

Emerging H5N8 avian influenza viruses

The global spread of H5N8 avian influenza viruses is a public health concern

By Weifeng Shi'2 and George F. Gao™*

INSIGHTS

PERSPECTIVES

| and culling is often used to prevent further | vided into different s

Thousands of geese, ducks,

and other birds were found dead
from avian influenzawirus on

the west coast of Schieswig-Holstein.
Germany, in Novembeér 2020

We continue to examine the receptor-
binding properties of the first human-
isolated H5NS8 strain
(A/Astrakhan/3212/2020, huH5N8),
together with the whooper swan infected
H5N8 strain (A/whooper
swan/Henan/CAS001-K/2020, wsH5N8).
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Structural basis of receptor-binding adaptation of human-
infecting H3N8 influenza A virus
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A The human- infecting H3N8 hemagglutinin (HA)
binds to both avian and human sialic acid receptors,
but retains a stronger preference for avian
receptors.

A The G228S mutation slightly enhances human
receptor binding.

To

Cryo-EM structures reveal that the G228S
substitution facilitates weak hydrogen bonding with
human receptors.
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A JOURNAL BY THE AMERICAN SOCIETY FOR MICROBIOLOGY
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AN H10N8

What we have seen are
i ) only the piece above the

sea
FIuD
& 18l We still need:
“ A%  Sustain and strengthen
'J/FJ Shida 5 integrated surveillance

and fundamental research
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Discovery of SARSCoV-2E Enabling the vaccines R&D

—2nd Jan. 2020

Obtaining the RT-PCR
results 3-.hours after
receivingthesamples

—3'4_Jan. 2020

Obtaining the  full
genome sequences of
SARSCoV-2

— 7th Jan. 2020

v Isolationof SARSCoV- o e
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